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AMENDMENT 

In the Claims ; 

The following listing of claims will replace all prior versions and listings of the claims in 
the application: 

Listing of the Claims ; 

1 . (Currently Amended) A method M e thod for the preparation of a strain of evolved 
micro-organisms for the production of 1,2-propanediol by the metabolism of a simple 
carbon source, said method comprising: 

(a) providing g rowing an initial bacterial strain comprising a deletion of the gene 

tpiA and a deletion of at least one gene involved in the conversion of methvlglvoxal 

(propanal) into lactate; 

(b^ culturing the initial bacterial strain, under selection pressure in an appropriate 

growth medium comprising a simple carbon source _said initial bacterial strain comprising 
a dolotion of tho gene tpiA and a deletion of at loast on e gen e involv e d in th e conversion 
nf methyl glynxal (proponal) into lactat e for a time period sufficient to allow an increase 
in growthv ^aid; 

(c) causing in order to cause evolution, in said initial strain, of one or more genes 

involved in the biosynthesis pathway from DHAP to methylglyoxal and then to 1,2- 
propanediol towards evolved genes having an improved [["]] 1,2-propanediol 
synthase[["]] activity to provide an evolved strain rr.H; fees and 

(c) selectmg and isolating the evolved strain or strains of e volv e d [U] micro- 
organisms having an improved "1,2-propanediol synthase" activity. 

2. (Previously presented) The method of claim 1 , wherein the gene involved in the 
conversion of methylglyoxal into lactate is selected from the group consisting in gloA, 
aldA and MB. 
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3 . (Currently Amended) The method of claim 1 , wherein the isitial modified strain 
comprises deletion of the genes gloA, aldA, aldB and tpiA. 

4 . (Currently Amended) The method of claim 1 , wherein the initial modified strain 
comprises deletion of the genes IdhA, pflA, pflB, adhE and edd. 

5 . (Currently Amended) The method of claim 1 , wherein the initial strain also 
contains a pyruvate dehydrogenase complex at least one gone coding for an enzym e that 
favours the metabolism of pyruvat e to ac e tat e. 

6. (Currently Amended) The method of claim [[ 1 ]] 5 , wherein the enzyme that 
favours the metabolism of pyruvate into acetate has low sensitivity to inhibition by 
NADH. 

7. -8. Cancelled 

9. (Currently Amended) The method of claim [[6]] 5, wherein the enzym e that 

fn-> , rmir n . fVin m o tnhnlinm nf pynivat.G into ac e tat e pvruvate dehydrogenase complex is an 

endogenous enzyme. 

10. (Currently Amended) The method of claim 1 , wherein one or more heterologous 
genes coding for one or more enzymes involved in the conversion of acetyl-CoA and 
acetate into acetone are introduced into the evolved microorganisms to provide a 
modified evolved strain . 

1 1 . (Currently Amended) The method of claim 1 0, wherein one the one or more 
heterologous gene or genes coding for one or more enzymes involved in the conversion 
of acetyl-CoA and acetate are from C. acetobutylicum. 

12. (Currently Amended) The method of claim 1 0, wherein the modified evolved 

strain comprising one or more heterologous genes coding for one or more enzymes 

involved in the conversion of acetyl-CoA and acetate into acetone is grown under 

selection pressure in an appropriate growth medium comprising a simple carbon source in 

order to cause, in said e volv e d modified evolved strain, the evolution of one or more 

genes involved in the conversion of acetyl-CoA and acetate to acetone towards an 
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improved "acetone synthase" activity, the second generation of resulting evolved micro- 
organisms having an improved " 1 ,2-propanediol synthase" activity and an improved 
"acetone synthase" activity are then selected and isolated. 

1 3 . (Currently Amended) The method of claim 1 , wherein the strain is s e lected from 
th e group consisting of a bacteriu m, a y e ast and a fungus . 

14. (Currently Amended) The method of claim 13, wherein the modified strain is 
selected from the group consisting of Escherichia and Corynebacterium. 

15. (Cancelled). 

1 6. (Currently Amended) An evolved Evolv e d strain that can be obtained by the 
method according to any of Claims claim 1. 

17. (Currently Amended) The strain Steaki according to Claim 16, in which the gene 
Ipd has a point mutation whereby alanine 55 is replaced by valine. 

18-21. Cancelled. 

22. (Currently Amended) An initial fa i^ bacterial strain of a microorganism 
comprising a deletion of the gene tpiA and a deletion of at least one gene involved in the 
conversion of methylglyoxal (propanal) into lactate. 

23 . (Currently Amended) The strain of claim 22, wherein the gene involved in the 
conversion of methylglyoxal into lactate is selected among the group consisting in gloA, 
aldA and aldB. 

24. (Currently Amended) The method strain of claim 22, wherein the initial strain 
comprises deletion of the genes gloA, aldA, aldB and tpiA. 

25 . (Currently Amended) The strain of claim 22, wherein the initial-strain comprises 
deletion of the genes IdhA, pflA, pjlB, adhE and edd. 

26. (Currently Amended) The strain of claim 22, wherein the initial strain also 
contains at least one gene coding for on enzyme that favours th e metabolism of pyruvate 
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to ac e tate a pyruvate dehydrogenase complex . 

27. (Currently Amended) The strain of claim 22, wherein the onzymo that favours th e 
metabolism of pyruvate into acetate pyruvate dehydrogenase complex has low sensitivity 
to inhibition by NADH. 

28. -29. Cancelled. 

30. (Currently Amended) The strain of claim 22, ooloctod from the group conaioting 
ef wherein the strain is a bacteriu m, a yeast and a fungus . 

3 1 . (Currently Amended) The strain of claim 30, selected from the group consisting 
of Escherichia and Corynebacterium. 

32. (Currently Amended) The strain of claim 16, comprising a deletion of the gene 
tpiA and a deletion of at least one gene involved in the conversion of methylglyoxal 
(propanal) into lactate, selected from the group consisting in gloA, aldA and aldB to 
provide a modified evolved strain 

3 3 . (Currently Amended) The strain of claim 1 6, comprising deletion of the genes 
gloA, aldA, aldB and tpiA to provide a modified evolved strain 

34. (Currently Amended) The evolved strain of claim 1 6, fiirther comprising a 

modification, the modification comprising a deletion of the genes IdhA, pflA, pflB, adhE 
and ed d to provide a modified evolved straia 

3 5 . (Currently Amended) The strain of claim 1 6, comprising at least one gone coding 
fnr nn o nyym e - th.nt fnvmirr. thn metnhn]ir,m of pyruvate to ac e tat e wherein the strain also 
contains a pyruvate dehydrogenase complex . 

36. (Currently Amended) The strain of claim [[36]] 35, wherein the enzyme that 
favours the metabolism of pyruvate into ac e tate pyruvate dehydrogenase complex has low 
sensitivity to inhibition by NADH. 

37. -38. Cancelled. 
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39. (Currently Amended) The strain of claim [[36]] 35, wherein the o nzymo that 
fnvnnrr. thp, mfttnhnlir.m of pyruvato into ac e tate pyruvate dehydrogenase complex is an 
endogenous enzyme. 

40. (Currently Amended) The strain of claim 1 6, comprising one or more 
heterologous genes coding for one or more enzymes involved in the conversion of acetyl- 
CoA and acetate into acetone. 

4 1 . (Currently Amended) The modified evolved strain of claim 40, wherein one the 
heterologous gene or genes coding for one or more enzymes involved in the conversion of 
acetyl-CoA and acetate is from C. acetobutylicum. 

42. (Currently Amended) The strain of claim 1 6, soloctod from the group conoioting 
ef wherein the strain is a bacteriu m, a yoast and a fungus . 

43 . (Currently Amended) The strain of claim 1 6, selected from the group consisting 
of Escherichia, and Corynebacterium. 

AA. (Currently Amended) The strain of claim 1 7, sol o ctod from the group consisting 
ef -wherein the sfrain is a bacteriu m, a yoast and a fimgus . 

45 . (Currently Amended) The strain of claim 1 7, selected from the group consisting 
oi Escherichia, and Corynebacterium. 

46. (Currently Amended) An evolved Evolv e d strain that can b e is obtained by the 
method of Claim 10. 

47. (Previously Presented) The strain of Claim 46, in which the gene Ipd has a point 
mutation whereby alanine 55 is replaced by valine. 

48. (Currently Amended) The strain of claim 46, s o loct e d from the group consisting 
ef wherein the strain is a bacteriu m, a yeast and a ftingus . 

49. (Previously Presented) The sfrain of claim 46, selected from the group consisting 
of Escherichia and Corynebacterium. 
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